Allele frequencies in a multidimensional Wright-Fisher model with general mutation.
A formula is obtained for the probability that two genes at a single locus, sampled at random from a population at time t, are of particular types. The model assumed is a diffusion approximation to a neutral Wright-Fisher model in which mutation is general and not necessarily symmetric. An example is given of a population in which one allele has a high mutation rate, and the others have an equal, low mutation rate. The matrix Q, with elements given by the probability of sampling two alleles of particular types, is calculated exactly and approximately for this case. A formula is given for the distribution of the number of segregating sites occurring in two randomly sampled finite sequences of completely linked sites, with general mutation at a site and identical mutation structure between sites.